Structure description
The title compound is a commonly used reversible addition-fragmentation chain-transfer (RAFT) polymerization agent (Nakabayashi et al., 2016; Peng et al., 2016) . The Cambridge Structural Database (Version 5.38 with three updates; Groom et al., 2016) reveals only four closely related compounds with the H-O-C( O)-C-S-C( S)-O skeleton of the title compound. Only two of these, namely 2- [(ethoxycarbonothioyl) sulfanyl]acetic acid (CSD refcode EROTAH; and 2-(O-ethyl dithiocarbonato)succinic acid (JAPHEN; Duarte et al., 1989) have ethoxy substituents on the dithiocarbonyl unit. The other two analogues have methoxy (ULEHAV; and isopropoxy (WACQOI; Xiao & Charpentier, 2010) substituents in these positions.
The C3-C2-S2-C4( S1)-O3-C5-C6 segment of the title molecule ( Fig. 1 ) is almost planar, with an r.m.s. deviation of 0.0859 Å from the best-fit plane through all eight non-H atoms. The C2-C1( O1)-O2 carboxylic acid unit is also close to planar, with an r.m.s. deviation of 0.0106 Å , and is almost orthogonal to the previous plane, with a dihedral angle of 82.31 (8) between them. In the crystal, classical O2-H2OÁ Á ÁO1 i and nonclassical C2-H2Á Á ÁO1
ii and C6-H6AÁ Á ÁS1 iii hydrogen bonds (Table 1) each form inversion dimers, enclosing R 2 2 (8), R 2 2 (8) and R 2 2 (12) ring motifs, respectively (Bernstein et al., 1995) . In addition, short O1Á Á ÁS1 iv contacts [3.2394 (16) Å ; symmetry code: (iv) x, y, 1 + z] link adjacent molecules into rows along the c-axis direction. These contacts combine to stack the molecules along all three axial directions (Figs. 2, 3 and 4) .
data reports Synthesis and crystallization
The title compound was prepared according to the literature procedure of Nguyen et al. (2015) and X-ray-quality crystals were obtained by recrystallization from mixed solvents of diethyl ether layered with hexane.
Figure 2
The overall packing of the title compound, viewed along the a-axis direction. In this and Figs. 3 and 4, only the major-disorder component of the S2 atom is shown in each case.
Figure 3
The overall packing of the title compound, viewed along the b-axis direction.
Figure 4
The overall packing of the title compound, viewed along the c-axis direction.
Figure 1
The structure of the title compound, with displacement ellipsoids drawn at the 50% probability level. Only the major-disorder component of the S2 atom is shown. Table 1 Hydrogen-bond geometry (Å , ). Computer programs: CrysAlis PRO (Agilent, 2014) , SHELXT (Sheldrick, 2015a) , SHELXL2014 (Sheldrick, 2015b) , TITAN (Hunter & Simpson, 1999) , Mercury (Macrae et al., 2008) , enCIFer (Allen et al., 2004) , PLATON (Spek, 2009) , publCIF (Westrip, 2010) and WinGX (Farrugia, 2012) .
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Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . Once all of the atoms in the stucture had been found, a high peak remained in the difference Fourier map close to the S2 atom, suggesting possible disorder. Refinement of the two locations of the S2 atom converged with an occupancy ratio of 0.861 (18) Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
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